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Species Gene Symbol Gene ID GenBank Accession Transcript
Human MARK4 57787 BC009049 NM_ 031417
About the gene

Official Symbol MARK4

Previous Symbol MARKL1

Official Full Name | microtubule affinity regulating kinase 4

Synonyms Nbla00650; FLJ90097; KIAA1860; PAR-1D
Location 19q13.32

Gene Type protein-coding gene

Uniprot ID Q96L34

Pathway/Library Kinases Library

This gene encodes a member of the microtubule affinity-regulating kinase family. These protein kinases
phosphorylate microtubule-associated proteins and regulate the transition between stable and dynamic
microtubules. The encoded protein is associated with the centrosome throughout mitosis and may be
Gene Summary involved in cell cycle control. Expression of this gene is a potential marker for cancer, and the encoded
protein may also play a role in Alzheimer's disease. Pseudogenes of this gene are located on both the short
and long arm of chromosome 3. Alternatively spliced transcript variants encoding multiple isoforms have
been observed for this gene.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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